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Abstract: Diet is a key modifiable risk factor for non-communicable diseases. However, we currently
are not benefitting from the full potential of its protective effects. This is due to a number of reasons,
including high individual variability in response to certain diets. It is now well acknowledged that
in order to gain the full benefit of dietary regimes it is essential to take into account individual
responses. With this in mind, the present review examines the concept of precision nutrition and
the performance of n-of-1 studies, and discusses the development of certain approaches that will be
critical for development of the concepts.
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1. Diet, Dietary Efficacy, and Dietary Advice

Dietary risk factors are currently the most important risk factor for the Global Burden of
Disease—globally, in 2013, dietary risks accounted for 11.3 million deaths and 241.4 million
disability-adjusted life-years. Dietary risks include a diet low in vegetables, low in seafood, low in
whole grains, low in nuts/seeds, low in milk, and high in red meat [1]. Furthermore, nutritional
practices have been shown to reduce the risk of cardiovascular disease by 60% [2], and it is estimated
that 27–39% of the main cancers can be prevented by improving diet, physical activity, and body
composition [3]. The efficacy by which dietary interventions influence health is currently mainly
determined by taking population-based approaches that can favourably shift disease risk factors
in the entire population [4]. However, these approaches may be ineffective as two major issues
are overlooked.

First of all, although intuitively appealing to try and encourage healthy food choice through
information provision and education, knowledge alone is typically insufficient to change behaviour.
While the vast majority of people know what they ‘should’ and ‘should not’ eat, turning intentions
into action is notoriously difficult. Less than a quarter of all people who embark on a healthy eating
plan still stick to it 12 months later [5]. Laboratory studies demonstrate that self-control resources
are finite and people have a limited amount of the mental energy required to resist temptation [6].
In most European countries, eating styles do not match with basic recommendations. Despite some
improvements, diets still contain too much saturated fat, sugar, and salt, and insufficient vegetables,
fruits, and fish [7]. This is specifically problematic for those already suffering from diseases where diet
plays an important role in its aetiology, like metabolic diseases. Highly-perceived susceptibility to
disease is, however, known to influence motivation for individual behaviour change [8], and therefore,
diets tailored to individual circumstances may prove more effective.
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Secondly, it is now becoming clear that there is considerable inter-individual variation in response
to dietary interventions, and some interventions may benefit certain individuals or population
subgroups more than others, depending on their genotype, phenotype, and environment [9,10].
Many of the large, randomised controlled trials have effectively demonstrated that only 40% of
a cohort responds to the dietary interventions [11], and lifestyle measures that reduce disease risk
in an entire population may offer little benefit to a specific individual. This means that for the same
dietary intake, exposure to bioactive metabolites can markedly differ between individuals. For example,
the inter-individual variation in response to eating beneficial plant food bioactives may result from
a range of determinants including age, sex, habitual dietary habits, genetics, epigenetics, and gut
microbiota. This will affect the absorption, distribution, metabolism, and excretion of compounds
and metabolites, and thus affect biovailability and biological responsiveness [12]. For example,
‘responders’ and ‘non-responders’ to carotenoids, classified as subjects with high or low carotenoid
status upon consumption, respectively, may be explained by variants of genes encoding proteins
involved in the absorption and metabolism of carotenoids, such as SR-BI (scavenger receptor class B,
member 1) and CD36 (CD36 molecule, thrombospondin receptor), which are involved in the uptake
of carotenoids by intestinal cells, as well as BCO1 (beta-carotene oxygenase 1), which catalyses the
oxidative cleavage of carotenoids into vitamin A [13]. Gut microbiota are known to play an important
role in efficacy of the soy isoflavone diadzin/daidzein. This plant bioactive is converted into equol by
gut microbiota but only in 25–35% of the Western population and up to 50–70% of the vegetarian and
Asian populations [14,15]. In one of our recent controlled clinical trials we showed that consumption
of flavan-3-ol-enriched dark chocolate decreased platelet aggregation in males but not female subjects.
This effect could not be correlated with plasma or urine concentrations of flavan-3-ols metabolites,
suggesting that inter-individual variation in biological responses is not always due to variation in the
bioavailability of plant food bioactives but can depend on other factors also, such as sex [16].

2. Precision Medicine and Precision Nutrition

This phenomenon of inter-individual variability is not unique for nutrition sciences–medical
sciences have pioneered the introduction of Precision Medicine in an attempt to overcome and indeed
benefit from individualised/variable response to therapies. Recently, there has been significant
acceptance of the fact that the medical field needs to take individual variability into account, and indeed,
there has been a recent call for the development of n-of-1 clinical trials that focus on the individual,
and not average responses to medical therapy [17–19]. Furthermore, regulatory agencies such as the
US Food and Drug Administration (FDA) are also recognising the importance of individual responses.
These so called n-of-1 trials focus on a single person with data collected over a time-course as the
individual undergoes different treatments (see Figure 1). Aggregated results of many n-of-1 trials
offer data on how to better treat sub-populations that share genetic and phenotypic factors, amongst
others, or the population at large [20,21]. Such trials can also employ omics-based technologies and
bioinformatics, so as to analyse and link the dynamics of thousands of molecules and parameters in
a single individual, and understand the differences of these dynamics between different individuals
and subgroups, providing a deeper understanding of dynamic changes in molecular components
and biological pathways across different health conditions and individuals. Indeed, monitoring
of the omics profiles of an individual has already been shown to be a useful tool in the dynamic
assessment of the physiology and health of an individual [22–24]. This approach has been coined as
iPOP (integrative personal omic profiling) and is set to identify new pathways and genes that are
related to disease development.
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Figure 1. Concept of n-of-1 trials leading to personalised interventions. 

In the field of personalised nutrition there have been a number of studies that have 
demonstrated the potential of tailoring dietary advice to the individual level. Combining continuous 
monitoring of glucose and omics techniques in an 800-person cohort, Zeevi and colleagues developed 
a strategy for the prediction of glycemic responses to meals. To achieve this they monitored the 
responses to almost 47,000 meals which demonstrated a high variability in responses to identical 
meals. A machine-learning algorithm was applied to integrate dietary habits, anthropometric 
outcomes, physiological parameters in blood, levels of physical activity, and gut microbiota in order 
to develop a prediction model for the glycaemic response to real life meals. This prediction model 
was subsequently tested in an independent cohort of 100 persons. Finally, a randomised, controlled 
dietary intervention in 26 participants showed that the algorithm rightly predicted significantly 
lower postprandial responses for specific meals [9]. In a pan-European Study the Food4Me 
personalised intervention demonstrated that tailoring dietary advice to an individual level resulted 
in an improvement in the dietary quality of the participants, providing evidence for the efficacy of 
the approach [25]. A recent review further highlighted the emerging field of n-of-1 studies for 
precision nutrition [26]. 

3. Adaptation of Precision Nutrition Approaches in Future Studies 

The application of precision nutrition approaches has the potential to significantly affect the way 
we perform dietary intervention studies in the future. In addition, improved knowledge of individual 
factors that determine the bioavailability and efficacy of food components could improve the way we 
formulate dietary advice. Indeed, in the future this may lead to personalised and tailored dietary 
advice for individuals or population subgroups for foods or food groups. However, in order to make 
that transition from population-based guidelines to individual dietary advice, we will require the 
execution of many more carefully designed precision nutrition trials. Other factors that will 
determine the success of the implementation of precision nutrition approaches in future studies 
include the expansion of the field of metabolomics to allow deep phenotyping of baseline status and 
responses to dietary inventions, and an in-depth understanding of the role of nutrigenetics in the 
inter-individual responses to food components and products. More recently, evidence is beginning 
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In the field of personalised nutrition there have been a number of studies that have demonstrated
the potential of tailoring dietary advice to the individual level. Combining continuous monitoring of
glucose and omics techniques in an 800-person cohort, Zeevi and colleagues developed a strategy for
the prediction of glycemic responses to meals. To achieve this they monitored the responses to almost
47,000 meals which demonstrated a high variability in responses to identical meals. A machine-learning
algorithm was applied to integrate dietary habits, anthropometric outcomes, physiological parameters
in blood, levels of physical activity, and gut microbiota in order to develop a prediction model for the
glycaemic response to real life meals. This prediction model was subsequently tested in an independent
cohort of 100 persons. Finally, a randomised, controlled dietary intervention in 26 participants showed
that the algorithm rightly predicted significantly lower postprandial responses for specific meals [9].
In a pan-European Study the Food4Me personalised intervention demonstrated that tailoring dietary
advice to an individual level resulted in an improvement in the dietary quality of the participants,
providing evidence for the efficacy of the approach [25]. A recent review further highlighted the
emerging field of n-of-1 studies for precision nutrition [26].

3. Adaptation of Precision Nutrition Approaches in Future Studies

The application of precision nutrition approaches has the potential to significantly affect the way
we perform dietary intervention studies in the future. In addition, improved knowledge of individual
factors that determine the bioavailability and efficacy of food components could improve the way
we formulate dietary advice. Indeed, in the future this may lead to personalised and tailored dietary
advice for individuals or population subgroups for foods or food groups. However, in order to make
that transition from population-based guidelines to individual dietary advice, we will require the
execution of many more carefully designed precision nutrition trials. Other factors that will determine
the success of the implementation of precision nutrition approaches in future studies include the
expansion of the field of metabolomics to allow deep phenotyping of baseline status and responses to
dietary inventions, and an in-depth understanding of the role of nutrigenetics in the inter-individual



Nutrients 2017, 9, 847 4 of 9

responses to food components and products. More recently, evidence is beginning to emerge of the
role of the gut microbiota in individualised responses to dietary interventions, thus highlighting the
possibility of the use of gut microbial analysis as a method for tailoring dietary advice [27,28].

3.1. Phenotyping of Individuals to Enable Precision Nutrition

A key aspect that will be essential for the development of precision nutrition will be the use of
nutrigenomic approaches to allow phenotyping at the individual level. In recent years the application
of metabolomics has emerged as a powerful tool in the identification of individual responses to drug
therapies [29–31], and the concept of metabotypes has emerged where different metabotypes display
differential responses. A similar concept holds true for nutrition with the identification of metabotypes
that characterise differential responses to nutrition interventions [32,33]. The importance of such
approaches lies in the identification of a biomarker signature that could be used to deliver tailored
dietary advice.

An important area where metabolomics is set to play an important role is the development of
biomarkers that are related to the efficacy of a certain dietary regime.

Currently, prognostic and diagnostic biomarkers are used to assess the efficacy of a diet or
bioactive food compound in the short or longer term. Both types of biomarkers are indicators for
a disorder that has already developed, which is very relevant for a chronic disease like cardiovascular
disease or type 2 diabetes, which have the potential to start developing in the first decade of life [34].
Several biomarkers and criteria have been proposed to validate the influence of food components
on specific physiological functions, such as type 2 diabetes [35] and cardiovascular disease [36].
The application of prognostic and diagnostic biomarkers in human intervention studies, however,
is often not straight forward for at least three reasons. Firstly, our current collection of classic or
new biomarkers is clearly not adequate for explaining how diet or food compounds can decrease
cardiovascular disease risk, especially in relation to pathways involved in inflammation and oxidative
stress. Secondly, although the classical and new biomarkers might be perfectly able to indicate the
risk of cardiovascular disease in patients, or identify modification of risk through pharmacological
intervention, such markers may not always be appropriate for subtle dietary interventions in subjects
that are relatively healthy. Thirdly, the link between diet and chronic diseases is complex and difficult
to unravel. Our diet is made up of many different food compounds and nutrients, and most of these
may uniquely affect risk of developing vascular disease. Only when we address all these issues we
can seriously progress with the measurement of the efficacy of dietary nutrients to benefit health [37].

The development of biomarkers of health is even more challenging. The World Health
Organization (WHO) defined health in 1948 as “a state of complete physical, mental, and social
well-being and not merely the absence of disease or infirmity” [38], and based on this, it has been
proposed that the formulation of health should be the “ability to adapt and to self-manage” [39].
Therefore, the instruments to measure health should not only be those markers we use to assess
the risk of developing chronic diseases, such as blood pressure, plasma lipids, and blood glucose.
Instead, markers to measure health should relate to resilience and the ability to cope with stresses to
the system that prevent disease from happening in the first place [40]. With this in mind, the concept
of the challenge test has emerged where an individual′s response to a meal challenge is monitored
and biomarkers indicative of a healthier response are beginning to emerge [41,42]. The use of such
biomarkers to guide the delivery of personalised nutrition advice has significant opportunity but
needs further proof of concept studies.

A further aspect that is equally important in the delivery of precision nutrition is the development
of tools to assess dietary intake and nutrition status. Diet is a complex, multi-dimensional exposure,
and its assessment requires a multipronged approach which may include high-throughput nutritional
metabolomics complementary to traditional assessment tools such as validated dietary questionnaires
and established nutrient biomarkers. To achieve the goal of precision nutrition, more efforts are needed
to develop, validate, and refine assessment methods that can capture the multidimensional nature of
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diet [43]. Exciting new developments in the area of point-of-care diagnostics promise improved access
to nutritional status assessment, which would be a first step towards tailored interventions. However,
a systematic evaluation of their accuracy, reproducibility, and sensitivity is mostly lacking [44]. With the
application of metabolomics, new biomarkers of dietary intake are emerging [45]. Importantly,
we have recently demonstrated that such biomarkers are capable of determining dietary intake at the
g/day level [46]. Using a well-controlled feeding study we developed calibration curves between the
biomarker urinary level and the actual amount of food consumed (citrus fruit). Using these calibration
curves we were able to determine the citrus fruit intake in a population study using the biomarker
proline betaine. The importance of this lies in the potential use of combinations of biomarkers to
determine the intake of important foods in the diet. Furthermore, combining dietary biomarkers with
the classical approaches has the potential to improve our ability to accurately assess dietary intake.
Indeed, in recent years, research on the development and validation of methods of online recording
of food intake has expanded significantly [47]. However, the accurate monitoring of dietary intake,
especially those based on web-based tools, remains a significant challenge, especially when applying
such tools across countries due to the variety in dietary patterns and available food databases.

In addition to intake, exposure to food components should be taken into account when trying
to link dietary nutrients and patterns to health or disease development. Factors such as gender,
age and host genetic, and epigenetic variations in metabolising enzymes cause major differences in the
actual bioavailability of nutrients between people, as discussed above. More advanced metabolomic
assessment of individuals after the consumption of specific diets, in relation to information obtained
from dietary assessment tools, is expected to provide novel biomarkers for a range of food exposures.
Dried blood spots (DBS) are a promising tool to assess dietary intake and the nutritional status of
certain dietary components in population-based epidemiology studies, because DBS can be collected
by non-phlebotomists in non-clinical settings, and are more easily transported and stored. However,
DBS methods need to be carefully developed and validated against venous methods [48,49]. Overall,
with the development of the latest nutrigenomic technologies, their potential use in the delivery
of precision nutrition grows. While more work is needed in the development of aspects such as
the biomarkers of health, it is also imperative that we commence testing the n-of-1 approach and
demonstrate its utility.

3.2. Nutrigenetics

Lifestyle interventions, including dietary interventions, which alter the health or disease status
against a background of genetic variability, are identified mainly via population-based approaches in
genome-wide association studies (GWAS). For common complex diseases, however, the GWAS-driven
advances in the annotation of our genetic architecture over the past decade have not led to
a concomitant shift in refined treatments. Similarly, attempts to disentangle treatment responders from
non-responders via genetic predictors have not met their anticipated success [50].

Determining whether corresponding changes in diet in turn favourably shift disease risks requires
appropriately designed prospective studies. In recent last decades, hundreds of nutrigenetics studies
have attempted to establish the role of single SNPs in explaining inter-individual variability in response
to diets and nutrients. Whilst important to do, we have learned little in terms of the overall impact on
health. Most nutrigenetics studies are based on associations only–in these cases, a higher response
to a specific dietary factor or nutrient was observed for a particular genotype at a candidate gene
locus. However, genetic association studies often have limited statistical power and also frequently
lack reproducibility. Indeed, most studies are unique and findings have not been confirmed by
others. Thus far only two studies were designed such that subjects were recruited prospectively
based on genotype. One multi-centre double-blind placebo-controlled human intervention study in
312 adults assessed the effects of fish oil supplements on APOE-genotype dependent changes in plasma
triglycerides levels (FINGEN study). The investigators observed that whilst plasma triacylglycerol
concentrations were lowered in the group as a whole, the greatest triacylglycerol-lowering responses
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were evident in men carrying the apolipoprotein E4 (APOE4) variant [51]. A second study investigated
the effect of riboflavin, the cofactor for methylenetetrahydrofolate reductase (MTHFR), on blood
pressure in patients who were homozygous for the 677C→T polymorphism (TT genotype) in the
gene encoding for MTHFR. In this placebo-controlled crossover study, patients with the TT genotype
had higher systolic blood pressure at baseline, and the riboflavin supplementation produced an
overall significant and physiologically relevant decrease in systolic and diastolic blood pressure [52].
Apart from these two studies, no other available studies give conclusive evidence for the role of distinct
single SNPs in the individual response to dietary changes or nutrient status.

It could be argued that single genotypes have generally poor predictive value for health outcomes.
However, in almost all complex diseases and in particular in the non-communicable diseases, a few
tens or even hundreds of genes are involved in a phenotypic trait. Moreover, downstream processes
such as epigenetics, miRNA interference, and other forms of posttranslational alterations of protein
functions will affect the proteome and metabolome, and are thus contributing substantially to the
phenotype. The importance of these effectors is just starting to emerge from large scale cohort studies.

This all shows that the current state of nutrigenetics is currently of limited value for an individual
or the public in guiding healthy nutrition. Therefore, it would be premature to apply our knowledge
in the field of nutrigenetics to personalised diets for specific genotypes [53]. This observation was
confirmed recently in a large proof-of-principle study in a pan-European cohort (www.Food4Me.org)
to establish the effectiveness of an internet-based personalised nutrition approach in improving dietary
behaviours. Participants randomised to the personalised nutrition arms of the intervention study had
an overall increase in the healthy eating index, lower salt intake, and lower intake of red meat based on
general healthy dietary advice and/or knowledge of individual nutrient status. Importantly, including
genotypic information in the development of the personalised nutrition advice did not produce any
additional benefit [25].

4. Conclusions

An increasing number of studies indicate the need to apply precision nutrition approaches to
personalise disease risk and, in parallel, future dietary recommendations. Further developments in this
area will depend on big data analysis and health informatics that can capture molecular and medical
data. Ultimately, the success of precision nutrition approaches will depend on the robust application
of appropriate study designs as the predictive role of biomarkers cannot be definitively ascertained
without randomly assigning subjects to some form of control treatment [54].

Acknowledgments: The research of Baukje de Roos is supported by the Scottish Government’s Rural and
Environment Science and Analytical Services Division (RESAS). Lorraine Brennan acknowledges The European
Research Council ERC (647783).

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Forouzanfar, M.H.; Alexander, L.; Anderson, H.R.; Bachman, V.F.; Biryukov, S.; Brauer, M.; Burnett, R.;
Casey, D.; Coates, M.M.; Cohen, A.; et al. Global, regional, and national comparative risk assessment of
79 behavioural, environmental and occupational, and metabolic risks or clusters of risks in 188 countries,
1990–2013: A systematic analysis for the Global Burden of Disease Study 2013. Lancet 2015, 386, 2287–2323.
[CrossRef]

2. Kris-Etherton, P.M.; Etherton, T.D.; Carlson, J.; Gardner, C. Recent discoveries in inclusive food-based
approaches and dietary patterns for reduction in risk for cardiovascular disease. Curr. Opin. Lipidol. 2002, 13,
397–407. [CrossRef] [PubMed]

3. World Cancer Research Fund/American Institute for Cancer Research Policy and Action for Cancer
Prevention. Food, Nutrition, and Physical activity: A Global Perspective; AICR: Washington, DC, USA, 2009.

4. De Roos, B. Personalised nutrition: Ready for practice? Proc. Nutr. Soc. 2013, 72, 48–52. [CrossRef] [PubMed]

www.Food4Me.org
http://dx.doi.org/10.1016/S0140-6736(15)00128-2
http://dx.doi.org/10.1097/00041433-200208000-00007
http://www.ncbi.nlm.nih.gov/pubmed/12151855
http://dx.doi.org/10.1017/S0029665112002844
http://www.ncbi.nlm.nih.gov/pubmed/23199675


Nutrients 2017, 9, 847 7 of 9

5. Dansinger, M.L.; Gleason, J.A.; Griffith, J.L.; Selker, H.P.; Schaefer, E.J. Comparison of the Atkins, Ornish,
Weight Watchers, and Zone Diets for Weight Loss and Heart Disease Risk Reduction: A Randomized Trial.
JAMA 2005, 293, 43–53. [CrossRef] [PubMed]

6. Schmeichel, B.J. Attention control, memory updating, and emotion regulation temporarily reduce the
capacity for executive control. J. Exp. Psychol. Gen. 2007, 136, 241–255. [CrossRef] [PubMed]

7. Department of Health. Choosing Health: Making Healthy Choices Easier; Public Health White Paper;
Department of Health: London, UK, 2004.

8. Bouwman, L.I.; Koelen, M.A. Communication on personalised nutrition: Individual-Environment interaction.
Genes Nutr. 2007, 2, 81–83. [CrossRef] [PubMed]

9. Zeevi, D.; Korem, T.; Zmora, N.; Israeli, D.; Rothschild, D.; Weinberger, A.; Ben-Yacov, O.; Lador, D.;
Avnit-Sagi, T.; Lotan-Pompan, M.; et al. Personalized Nutrition by Prediction of Glycemic Responses. Cell
2015, 163, 1079–1094. [CrossRef] [PubMed]

10. O’Donovan, C.B.; Walsh, M.C.; Gibney, M.J.; Gibney, E.R.; Brennan, L. Can metabotyping help deliver the
promise of personalised nutrition? Proc. Nutr. Soc. 2016, 75, 106–114. [CrossRef] [PubMed]

11. Tierney, A.C.; McMonagle, J.; Shaw, D.I.; Gulseth, H.L.; Helal, O.; Saris, W.H.; Paniagua, J.A.;
Golabek-Leszczynska, I.; Defoort, C.; Williams, C.M.; et al. Effects of dietary fat modification on insulin
sensitivity and on other risk factors of the metabolic syndrome—LIPGENE: A European randomized dietary
intervention study. Int. J. Obes. 2011, 35, 800–809. [CrossRef] [PubMed]

12. Manach, C.; Milenkovic, D.; Van de Wiele, T.; Rodriguez-Mateos, A.; de Roos, B.; Garcia-Conesa, M.T.;
Landberg, R.; Gibney, E.R.; Heinonen, M.; Tomas-Barberan, F.; et al. Addressing the inter-individual
variation in response to consumption of plant food bioactives: Towards a better understanding of their role
in healthy aging and cardiometabolic risk reduction. Mol. Nutr. Food Res. 2017, 61, 1600557. [CrossRef]
[PubMed]

13. Borel, P. Genetic variations involved in interindividual variability in carotenoid status. Mol. Nutr. Food Res.
2012, 56, 228–240. [CrossRef] [PubMed]

14. Liu, Z.M.; Ho, S.C.; Chen, Y.M.; Liu, J.; Woo, J. Cardiovascular risks in relation to daidzein metabolizing
phenotypes among Chinese postmenopausal women. PLoS ONE 2014, 9, e87861. [CrossRef] [PubMed]

15. Hazim, S.; Curtis, P.J.; Schar, M.Y.; Ostertag, L.M.; Kay, C.D.; Minihane, A.M.; Cassidy, A. Acute benefits
of the microbial-derived isoflavone metabolite equol on arterial stiffness in men prospectively recruited
according to equol producer phenotype: A double-blind randomized controlled trial. Am. J. Clin. Nutr. 2016,
103, 694–702. [CrossRef] [PubMed]

16. Ostertag, L.M.; Kroon, P.A.; Wood, S.; Horgan, G.W.; Cienfuegos-Jovellanos, E.; Saha, S.; Duthie, G.G.;
de Roos, B. Flavan-3-ol-enriched dark chocolate and white chocolate improve acute measures of platelet
function in a gender-specific way—A randomized-controlled human intervention trial. Mol. Nutr. Food Res.
2013, 57, 191–202. [CrossRef] [PubMed]

17. Schork, N.J. Personalized medicine: Time for one-person trials. Nature 2015, 520, 609–611. [CrossRef]
[PubMed]

18. Gardeux, V.; Achour, I.; Li, J.; Maienschein-Cline, M.; Li, H.; Pesce, L.; Parinandi, G.; Bahroos, N.; Winn, R.;
Foster, I.; et al. ‘N-of-1-pathways’ unveils personal deregulated mechanisms from a single pair of RNA-Seq
samples: Towards precision medicine. J. Am. Med. Inform. Assoc. 2014, 21, 1015–1025. [CrossRef] [PubMed]

19. Schissler, A.G.; Gardeux, V.; Li, Q.; Achour, I.; Li, H.; Piegorsch, W.W.; Lussier, Y.A. Dynamic changes
of RNA-sequencing expression for precision medicine: N-of-1-pathways Mahalanobis distance within
pathways of single subjects predicts breast cancer survival. Bioinformatics 2015, 31, i293–i302. [CrossRef]
[PubMed]

20. Punja, S.; Bukutu, C.; Shamseer, L.; Sampson, M.; Hartling, L.; Urichuk, L.; Vohra, S. N-of-1 trials are
a tapestry of heterogeneity. J. Clin. Epidemiol. 2016, 76, 47–56. [CrossRef] [PubMed]

21. McDonald, S.; Quinn, F.; Vieira, R.; O’Brien, N.; White, M.; Johnston, D.W.; Sniehotta, F.F. The state of the art
and future opportunities for using longitudinal n-of-1 methods in health behaviour research: A systematic
literature overview. Health Psychol. Rev. 2017, 1–17. [CrossRef] [PubMed]

22. Chen, R.; Mias, G.I.; Li-Pook-Than, J.; Jiang, L.; Lam, H.Y.; Chen, R.; Miriami, E.; Karczewski, K.J.;
Hariharan, M.; Dewey, F.E.; et al. Personal omics profiling reveals dynamic molecular and medical
phenotypes. Cell 2012, 148, 1293–1307. [CrossRef] [PubMed]

http://dx.doi.org/10.1001/jama.293.1.43
http://www.ncbi.nlm.nih.gov/pubmed/15632335
http://dx.doi.org/10.1037/0096-3445.136.2.241
http://www.ncbi.nlm.nih.gov/pubmed/17500649
http://dx.doi.org/10.1007/s12263-007-0009-6
http://www.ncbi.nlm.nih.gov/pubmed/18850147
http://dx.doi.org/10.1016/j.cell.2015.11.001
http://www.ncbi.nlm.nih.gov/pubmed/26590418
http://dx.doi.org/10.1017/S0029665115002347
http://www.ncbi.nlm.nih.gov/pubmed/26259951
http://dx.doi.org/10.1038/ijo.2010.209
http://www.ncbi.nlm.nih.gov/pubmed/20938439
http://dx.doi.org/10.1002/mnfr.201600557
http://www.ncbi.nlm.nih.gov/pubmed/27687784
http://dx.doi.org/10.1002/mnfr.201100322
http://www.ncbi.nlm.nih.gov/pubmed/21957063
http://dx.doi.org/10.1371/journal.pone.0087861
http://www.ncbi.nlm.nih.gov/pubmed/24533060
http://dx.doi.org/10.3945/ajcn.115.125690
http://www.ncbi.nlm.nih.gov/pubmed/26843154
http://dx.doi.org/10.1002/mnfr.201200283
http://www.ncbi.nlm.nih.gov/pubmed/23136121
http://dx.doi.org/10.1038/520609a
http://www.ncbi.nlm.nih.gov/pubmed/25925459
http://dx.doi.org/10.1136/amiajnl-2013-002519
http://www.ncbi.nlm.nih.gov/pubmed/25301808
http://dx.doi.org/10.1093/bioinformatics/btv253
http://www.ncbi.nlm.nih.gov/pubmed/26072495
http://dx.doi.org/10.1016/j.jclinepi.2016.03.023
http://www.ncbi.nlm.nih.gov/pubmed/27079847
http://dx.doi.org/10.1080/17437199.2017.1316672
http://www.ncbi.nlm.nih.gov/pubmed/28406349
http://dx.doi.org/10.1016/j.cell.2012.02.009
http://www.ncbi.nlm.nih.gov/pubmed/22424236


Nutrients 2017, 9, 847 8 of 9

23. Li-Pook-Than, J.; Snyder, M. iPOP goes the world: Integrated personalized Omics profiling and the road
toward improved health care. Chem. Biol. 2013, 20, 660–666. [CrossRef] [PubMed]

24. Stanberry, L.; Mias, G.I.; Haynes, W.; Higdon, R.; Snyder, M.; Kolker, E. Integrative analysis of longitudinal
metabolomics data from a personal multi-omics profile. Metabolites 2013, 3, 741–760. [CrossRef] [PubMed]

25. Celis-Morales, C.; Livingstone, K.M.; Marsaux, C.F.; Macready, A.L.; Fallaize, R.; O’Donovan, C.B.;
Woolhead, C.; Forster, H.; Walsh, M.C.; Navas-Carretero, S.; et al. Effect of personalized nutrition on
health-related behaviour change: Evidence from the Food4Me European randomized controlled trial.
Int. J. Epidemiol. 2017, 46, 578–588. [CrossRef] [PubMed]

26. Schork, N.J.; Goetz, L.H. Single-Subject studies in translational nutrition research. Ann. Rev. Nutr. 2017, 37.
[CrossRef] [PubMed]

27. Kovatcheva-Datchary, P.; Nilsson, A.; Akrami, R.; Lee, Y.S.; De Vadder, F.; Arora, T.; Hallen, A.; Martens, E.;
Björck, I.; Bäckhed, F. Dietary fiber-induced improvement in glucose metabolism is associated with increased
abundance of Prevotella. Cell Metab. 2015, 22, 971–982. [CrossRef] [PubMed]

28. Korpela, K.; Flint, H.J.; Johnstone, A.M.; Lappi, J.; Poutanen, K.; Dewulf, E.; Delzenne, N.; de Vos, W.M.;
Salonen, A. Gut microbiota signatures predict host and microbiota responses to dietary interventions in
obese individuals. PLoS ONE 2014, 9, e90702. [CrossRef] [PubMed]

29. Den Ouden, H.; Pellis, L.; Rutten, G.E.; Geerars-van Vonderen, I.K.; Rubingh, C.M.; van Ommen, B.;
van Erk, M.J.; Beulens, J.W. Metabolomic biomarkers for personalised glucose lowering drugs treatment in
type 2 diabetes. Metabolomics 2016, 12, 27. [CrossRef] [PubMed]

30. Beger, R.D.; Dunn, W.; Schmidt, M.A.; Gross, S.S.; Kirwan, J.A.; Cascante, M.; Brennan, L.; Wishart, D.S.;
Oresic, M.; Hankemeier, T.; et al. Metabolomics enables precision medicine: “A White Paper, Community
Perspective”. Metabolomics 2016, 12, 149. [CrossRef] [PubMed]

31. Rotroff, D.M.; Corum, D.G.; Motsinger-Reif, A.; Fiehn, O.; Bottrel, N.; Drevets, W.C.; Singh, J.; Salvadore, G.;
Kaddurah-Daouk, R. Metabolomic signatures of drug response phenotypes for ketamine and esketamine in
subjects with refractory major depressive disorder: New mechanistic insights for rapid acting antidepressants.
Transl. Psychiatr. 2016, 6, e894. [CrossRef] [PubMed]

32. O’Sullivan, A.; Gibney, M.J.; Brennan, L. Dietary intake patterns are reflected in metabolomic profiles:
Potential role in dietary assessment studies. Am. J. Clin. Nutr. 2011, 93, 314–321. [CrossRef] [PubMed]

33. O’Donovan, C.B.; Walsh, M.C.; Nugent, A.P.; McNulty, B.; Walton, J.; Flynn, A.; Gibney, M.J.; Gibney, E.R.;
Brennan, L. Use of metabotyping for the delivery of personalised nutrition. Mol. Nutr. Food Res. 2015, 59,
377–385. [CrossRef] [PubMed]

34. Vasan, R.S. Biomarkers of cardiovascular disease: Molecular basis and practical considerations. Circulation
2006, 113, 2335–2362. [CrossRef] [PubMed]

35. Riccardi, G.; Aggett, P.; Brighenti, F.; Delzenne, N.; Frayn, K.; Nieuwenhuizen, A.; Pannemans, D.; Theis, S.;
Tuijtelaars, S.; Vessby, B. PASSCLAIM—Body weight regulation, insulin sensitivity and diabetes risk.
Eur. J. Nutr. 2004, 43 (Suppl. 2), II7–II46. [CrossRef] [PubMed]

36. Mensink, R.P.; Aro, A.; Den Hond, E.; German, J.B.; Griffin, B.A.; ten Meer, H.U.; Mutanen, M.; Pannemans, D.;
Stahl, W. PASSCLAIM—Diet-Related cardiovascular disease. Eur. J. Nutr. 2003, 42 (Suppl. 1), I6–I27. [CrossRef]
[PubMed]

37. De Roos, B. Proteomic analysis of human plasma and blood cells in nutritional studies: Development of
biomarkers to aid disease prevention. Expert Rev. Proteom. 2008, 5, 819–826. [CrossRef] [PubMed]

38. Constitution of the World Health Organisation. WHO, 2006. Available online: http://www.who.int/
governance/eb/who_constitution_en.pdf (accessed on 21 July 2017).

39. Huber, M.; Knottnerus, J.A.; Green, L.; van der Horst, H.; Jadad, A.R.; Kromhout, D.; Leonard, B.; Lorig, K.;
Loureiro, M.I.; van der Meer, J.W.; et al. How should we define health? BMJ 2011, 343, d4163. [CrossRef]
[PubMed]

40. De Roos, B.; Duthie, G.G. Role of dietary pro-oxidants in the maintenance of health and resilience to oxidative
stress. Mol. Nutr. Food Res. 2015, 59, 1229–1248. [CrossRef] [PubMed]

41. Kardinaal, A.F.; van Erk, M.J.; Dutman, A.E.; Stroeve, J.H.; van de Steeg, E.; Bijlsma, S.; Kooistra, T.;
van Ommen, B.; Wopereis, S. Quantifying phenotypic flexibility as the response to a high-fat challenge test
in different states of metabolic health. FASEB J. 2015, 29, 4600–4613. [CrossRef] [PubMed]

http://dx.doi.org/10.1016/j.chembiol.2013.05.001
http://www.ncbi.nlm.nih.gov/pubmed/23706632
http://dx.doi.org/10.3390/metabo3030741
http://www.ncbi.nlm.nih.gov/pubmed/24958148
http://dx.doi.org/10.1093/ije/dyw186
http://www.ncbi.nlm.nih.gov/pubmed/27524815
http://dx.doi.org/10.1146/annurev-nutr-071816-064717
http://www.ncbi.nlm.nih.gov/pubmed/28715990
http://dx.doi.org/10.1016/j.cmet.2015.10.001
http://www.ncbi.nlm.nih.gov/pubmed/26552345
http://dx.doi.org/10.1371/journal.pone.0090702
http://www.ncbi.nlm.nih.gov/pubmed/24603757
http://dx.doi.org/10.1007/s11306-015-0930-4
http://www.ncbi.nlm.nih.gov/pubmed/26770180
http://dx.doi.org/10.1007/s11306-016-1094-6
http://www.ncbi.nlm.nih.gov/pubmed/27642271
http://dx.doi.org/10.1038/tp.2016.145
http://www.ncbi.nlm.nih.gov/pubmed/27648916
http://dx.doi.org/10.3945/ajcn.110.000950
http://www.ncbi.nlm.nih.gov/pubmed/21177801
http://dx.doi.org/10.1002/mnfr.201400591
http://www.ncbi.nlm.nih.gov/pubmed/25410729
http://dx.doi.org/10.1161/CIRCULATIONAHA.104.482570
http://www.ncbi.nlm.nih.gov/pubmed/16702488
http://dx.doi.org/10.1007/s00394-004-1202-7
http://www.ncbi.nlm.nih.gov/pubmed/15221353
http://dx.doi.org/10.1007/s00394-003-1102-2
http://www.ncbi.nlm.nih.gov/pubmed/12664321
http://dx.doi.org/10.1586/14789450.5.6.819
http://www.ncbi.nlm.nih.gov/pubmed/19086861
http://www.who.int/governance/eb/who_constitution_en.pdf
http://www.who.int/governance/eb/who_constitution_en.pdf
http://dx.doi.org/10.1136/bmj.d4163
http://www.ncbi.nlm.nih.gov/pubmed/21791490
http://dx.doi.org/10.1002/mnfr.201400568
http://www.ncbi.nlm.nih.gov/pubmed/25546122
http://dx.doi.org/10.1096/fj.14-269852
http://www.ncbi.nlm.nih.gov/pubmed/26198450


Nutrients 2017, 9, 847 9 of 9

42. Van den Broek, T.J.; Kremer, B.H.; Marcondes, R.M.; Hoevenaars, F.P.; Weber, P.; Hoeller, U.; van Ommen, B.;
Wopereis, S. The impact of micronutrient status on health: Correlation network analysis to understand
the role of micronutrients in metabolic-inflammatory processes regulating homeostasis and phenotypic
flexibility. Genes Nutr. 2017, 12, 5. [CrossRef] [PubMed]

43. Bhupathiraju, S.N.; Hu, F.B. One (small) step towards precision nutrition by use of metabolomics.
Lancet Diabetes Endocrinol. 2017, 5, 154–155. [CrossRef]

44. Srinivasan, B.; Lee, S.; Erickson, D.; Mehta, S. Precision nutrition—Review of methods for point-of-care
assessment of nutritional status. Curr. Opin. Biotechnol. 2017, 44, 103–108. [CrossRef] [PubMed]

45. O’Gorman, A.; Brennan, L. The role of metabolomics in determination of new dietary biomarkers.
Proc. Nutr. Soc. 2017, 1–8. [CrossRef] [PubMed]

46. Gibbons, H.; Michielsen, C.J.R.; Rundle, M.; Frost, G.; McNulty, B.A.; Nugent, A.P.; Walton, J.; Flynn, A.;
Gibney, M.J.; Brennan, L. Demonstration of the utility of biomarkers for dietary intake assessment;
proline betaine as an example. Mol. Nutr. Food Res. 2017. [CrossRef] [PubMed]

47. Forster, H.; Walsh, M.C.; Gibney, M.J.; Brennan, L.; Gibney, E.R. Personalised nutrition: The role of new
dietary assessment methods. Proc. Nutr. Soc. 2016, 75, 96–105. [CrossRef] [PubMed]

48. Jager, N.G.; Rosing, H.; Schellens, J.H.; Beijnen, J.H. Procedures and practices for the validation of bioanalytical
methods using dried blood spots: A review. Bioanalysis 2014, 6, 2481–2514. [CrossRef] [PubMed]

49. Lacher, D.A.; Berman, L.E.; Chen, T.C.; Porter, K.S. Comparison of dried blood spot to venous methods
for hemoglobin A1c, glucose, total cholesterol, high-density lipoprotein cholesterol, and C-reactive protein.
Clin. Chim. Acta 2013, 422, 54–58. [CrossRef] [PubMed]

50. Cardon, L.R.; Harris, T. Precision medicine, genomics and drug discovery. Hum. Mol. Genet. 2016, 25,
R166–R172. [CrossRef] [PubMed]

51. Caslake, M.J.; Miles, E.A.; Kofler, B.M.; Lietz, G.; Curtis, P.; Armah, C.K.; Kimber, A.C.; Grew, J.P.; Farrell, L.;
Stannard, J.; et al. Effect of sex and genotype on cardiovascular biomarker response to fish oils: The FINGEN
Study. Am. J. Clin. Nutr. 2008, 88, 618–629. [PubMed]

52. Wilson, C.P.; Ward, M.; McNulty, H.; Strain, J.J.; Trouton, T.G.; Horigan, G.; Purvis, J.; Scott, J.M.
Riboflavin offers a targeted strategy for managing hypertension in patients with the MTHFR 677TT genotype:
A 4-y follow-up. Am. J. Clin. Nutr. 2012, 95, 766–772. [CrossRef] [PubMed]

53. Corella, D.; Coltell, O.; Mattingley, G.; Sorli, J.V.; Ordovas, J.M. Utilizing nutritional genomics to tailor diets
for the prevention of cardiovascular disease: A guide for upcoming studies and implementations. Expert Rev.
Mol. Diagn. 2017, 17, 495–513. [CrossRef] [PubMed]

54. Saad, E.D.; Paoletti, X.; Burzykowski, T.; Buyse, M. Precision medicine needs randomized clinical trials.
Nat. Rev. Clin. Oncol. 2017, 14, 317–323. [CrossRef] [PubMed]

© 2017 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1186/s12263-017-0553-7
http://www.ncbi.nlm.nih.gov/pubmed/28194237
http://dx.doi.org/10.1016/S2213-8587(17)30007-4
http://dx.doi.org/10.1016/j.copbio.2016.12.001
http://www.ncbi.nlm.nih.gov/pubmed/28043002
http://dx.doi.org/10.1017/S0029665116002974
http://www.ncbi.nlm.nih.gov/pubmed/28091346
http://dx.doi.org/10.1002/mnfr.201700037
http://www.ncbi.nlm.nih.gov/pubmed/28556565
http://dx.doi.org/10.1017/S0029665115002086
http://www.ncbi.nlm.nih.gov/pubmed/26032731
http://dx.doi.org/10.4155/bio.14.185
http://www.ncbi.nlm.nih.gov/pubmed/25384597
http://dx.doi.org/10.1016/j.cca.2013.03.032
http://www.ncbi.nlm.nih.gov/pubmed/23566929
http://dx.doi.org/10.1093/hmg/ddw246
http://www.ncbi.nlm.nih.gov/pubmed/27538422
http://www.ncbi.nlm.nih.gov/pubmed/18779276
http://dx.doi.org/10.3945/ajcn.111.026245
http://www.ncbi.nlm.nih.gov/pubmed/22277556
http://dx.doi.org/10.1080/14737159.2017.1311208
http://www.ncbi.nlm.nih.gov/pubmed/28337931
http://dx.doi.org/10.1038/nrclinonc.2017.8
http://www.ncbi.nlm.nih.gov/pubmed/28169302
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Diet, Dietary Efficacy, and Dietary Advice 
	Precision Medicine and Precision Nutrition 
	Adaptation of Precision Nutrition Approaches in Future Studies 
	Phenotyping of Individuals to Enable Precision Nutrition 
	Nutrigenetics 

	Conclusions 

